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To the editor  

We sincerely appreciate the opportunity to respond to the 
commentary by Akinyemi and Abdelmegid [1] regarding 
our recently published article in One Health Microbiology 
& Infection [2]. We are grateful for their thoughtful 
commentary, the readers’ careful attention to our work, 
and their insightful and constructive observations.  

Despite the global prohibition of carbapenem use in 
food producing animals, carbapenem resistant 
Enterobacteriaceae (CRE) have emerged in livestock, 
companion animals, and wildlife over the past decade, 
particularly in Africa [3]. This raises concerns about 
potential spillover into livestock populations, which serve 
as reservoirs and transmission routes to humans through 
consumption of CRE-contaminated meat and milk, direct 
contact, and aerosol inhalation. Although CRE are 
increasingly reported in humans in Africa, limited data 
from animals and the environment suggest that these 
domains are reservoirs for these critical priority bacteria 
[4, 5]  

The authors of the commentary raised concerns 
regarding the limited number of publications included in 
our study, search strategy, and regional representation of 
available data. We are pleased to address these points, as 
such a discussion will provide valuable clarification and 
benefit the readers. We agree with the authors that 
including only eight studies represents limited evidence 
base and may not fully capture the true epidemiological 
landscape of CRE in Africa. Moreover, the lack of data 
from Central Africa and the underrepresentation of 
Southern Africa likely reflects broader gaps in surveillance 
rather than a genuinely low prevalence.  

We emphasize that our strict inclusion criteria 
contributed to the limited number of eligible studies. 
Specifically, we prioritized original research, included only 

English-language publications, and focused on studies 
investigating CRE at the human–animal–environment 
interface or across at least two One Health domains in 
Africa. Consequently, non-English publications, review 
articles, and studies limited only to a single One Health 
domain were excluded, reducing the number of included 
studies. Despite this limitation, the review provides 
valuable insights into the molecular epidemiology of CRE 
in Africa. However, the reliance on a small number of 
recent studies may affect generalizability and introduce 
bias. This highlights the urgent need for integrated, 
multisectoral One Health surveillance systems to generate 
comprehensive and representative data across the 
continent. 

The authors pointed out that Enterobacteriaceae is a 
large family of Gram-negative bacteria encompassing 
numerous pathogenic bacteria and they suggested that 
this group should have been explicitly included in our 
search criteria. To address this, we used the terms 
“Enterobacterales” and “Enterobacteriaceae” in 
combination with the human–animal–environment 
interface in various forms to ensure a comprehensive 
search and capture all relevant studies. Moreover, 
although no specific time restriction was applied during 
the literature search, the timeframe of the included study 
is clearly detailed in the result section ( Tables 1 and 2 ) of 
the original article [2]. 

Given the increasing spread of carbapenem resistance 
and the lack of integrated surveillance systems in Africa, 
understanding the epidemiology of CRE infections at the 
human–animal–environment interface is crucial, as these 
infections pose significant threats to global health 
security. Our review highlighted the burden of CRE, 
especially Escherichia coli and Klebsiella pneumoniae, 
and their associated resistance genes across humans, 
animals, and the environment in Africa. This presents a 
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major food safety and public health concern, emphasizing 
the urgent need for One Health–based surveillance and 
research to mitigate CRE threats. 

We thank the authors once again for their valuable 
contribution to this important discussion. 

Sincerely, 

Nma B. Alhaji 

On behalf of the authors 
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